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Paris Lens Philadelphia Corby Alcoy 130b Lorraine

Chromosome size (Mb) 3.5 3.3 3.4 3.6 3.5 3.5 3.5

G +  C content (%) 38 38 38 38 38 38 38

Number of  genes 3178 3034 3083 3290 3197 3293 3170

Number of  protein-
ccoding genes

3079 2921 2999 3193 3191 3288 3080

Pseudogenes 45 59 32 44 ? ? 37

tRNA 43 43 43 44 ? 42 44

Coding density  (%) 87 87 88 87 86 87

Plasmids 1 1 0 0 0 0 1
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 Erythromycin Norfloxacin Rifampicin Chloramphenicol 

MIC alone (mg/L) 0.125 0.25 0.012 1 

MIC in combination 

(mg/L) 
0.125 0.25 0.012 1 

ΣFIC  2 2 2 2 

Synergy No No No No 



















pLLA13-Kan |  gDNA  |   6.25   |    12.5   |     25     |     50    |    100 

 0     |    3.12    |    6.25    |   12.5    |     25      |     50     |     100 
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Adapter ligation 







Mutant IR Adapter 

Flanking 
region 
 size 
(bp) 

Flanking region sequence 
Position in  

L. pneumophila 
genome 

Gene Fonction 

1 OK OK 16 TATGTTAAACGAAGCA 895763.895778 5' of 
lpp0801 

Superfamily II DNA/RNA 
helicase, SNF2 family 

2 OK OK 16 TAGTTTTTAAATGTAC 942894.942909 5' of 
lpp0841 

lag-1 
(oacétyltransferase) 

3 OK OK 16 TAGATATAAAACCAGC 1415301.1415316 lpp1275 lspD type II secretion 
system 

4 OK OK 17 TACTTCCCAGAGCTGGT 830263.830279 lpp0747 

putative peptide 
transport fused subunits 
of ABC superfamily: ATP-

binding components 

5 OK OK 17 TACTACTGTCTGTAGGC 3315619.3315635 lpp2903 

conserved protein of 
unknown function with 

serine runs (158 serines / 
342 aa !!) 

6 OK OK 16 TACTTTGCAAGTTTGC 493821.493836 lpp0445 glutamate-cysteine 
ligase, GCS2 

7 OK OK 16 TAATGCATGGATTGCC 312069.312084 lpp0280 

Conserved protein, 
unknown function 

(DUF2309) - nucleoside-
diphosphate-sugar 

pyrophosphorylase in 
Haloarcula vallismortis 

8 OK OK 16 TAAAGCTGCATGCCTA pLPP 
53883.53898 plpp0053 

Unknown function. 
Predicted orthologue of 

E. coli gene yhcG 
(restriction 

endonuclease-assisting 
exonuclease) 

9 OK OK 16 TAAAGCTCGGATGTGA 3395769.3395784 lpp2979 Tyramine oxidase 

10 - - - n.a. (mix of the two possible 
plasmids) ?   

11 Shortened Modified 22 CAGGCGACACGCATCTGCATC ?   

12 OK OK 16 TATAATAAATTGAGAA 2841926.2841941 lpp2489 

Conserved protein of 
unknown function 
(Legionella specific 

protein with part of an 
AroA domain) 
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