CDPs 49

cyclo(L-Tyr-L-Tyr) synthases

Organisme

MULTISPECIES: Mycobacterioum tuberculosis complex
Streptomyces venezulae
Mycobacterium bovis BCG
Mycobacterium canetti
Mycobacterium gastri 'Wayne'
Streptomyces sp. PCS3-D2
Streptomyces roseochromogenes subsp. oscitans DS 12.976
Streptomyces katrae
Streptomyces sp. NRRL S-244
Streptomyces viridochromogenes
Streptomyces sp. NRRL F-2747
Streptomyces sp. NRRL F-2580
Streptomyces flavidovirens
Streptomyces sp. NRRL S-118
Streptomyces sp. NRRL S-378
Streptomyces sp. NRRL S-241
Streptomyces natalensis
Streptomyces sp. NRRL F-4474
Streptomyces flavotricini
Streptomyces durhamensis
Streptomyces roseochromogenus
Streptomyces sp. NRRL $-1022
Streptomyces flavochromogenes
Streptomyces globisporus
Streptomyces sp. NRRL S-646
Streptomyces peruviensis
Streptomyces sp. NRRL F-5140
Streptomyces sp. NRRL S-87
Streptomyces sp. NRRL S-337
MULTISPECIES: Streptomyces
Streptomyces bicolor
Streptomyces sp. NRRL F-2664
MULTISPECIES: Streptomyces
Streptomyces sp. NRRL S-237

Les CDPS biochimiquement caractérisées sont en bleu.

* sequence completée en N-terminal

Numéro d'identification
de la protéine

WP_003411681.1
WP_015033069.1
WP_011799254.1
WP_014001200.1
ETW23591.1
EYU71289.1
EST19686.1
WP_030300379.1
WP_030153843.1
WP_003999281.1
WP_030863775.1
WP_030711946.1*
WP_028811245.1 *
WP_031073354.1*
WP_030959779.1*
WP_030385001.1*
WP_030064129.1*
WP_030842888.1*
WP_030036596.1 *
WP_031161120.1*
WP_031227056.1*
WP_030340558.1*
WP_030314282.1*
WP_030691842.1*
WP_030942276.1*
WP_030053263.1*
WP_030946924.1*
WP_030197379.1*
WP_030802165.1*
WP_030657958.1*
WP_031482714.1*
WP_030761842.1*
WP_030762990.1*
WP_030721887.1*

Poche P1

(33,35,65,67,119,185,186,200)

VGVTMLFN
VGVTMLFN
VGVTMLFN
VGVTMLFN
VGVTMLFN
VG TMLFN
VGVTMLFN
VA TMLFN
VA TMLFN
VGVTMLFN
VA TMLFN
VA TMLFN
VGVTMLFN
VGVTMLFN
VA TMLFN
VA TMLFN
VA TMLFN
VG TMLFN
VG TMLFN
VGVTMLFN
VGVTMLFN
VGVTMLFN
VGVTMLFN
VGVTMLFN
VGVTMLFN
VGVTMLFN
VGVTMLFN
VA TMLFN
VA TMLFN
VA TMLFN
VGVTMLFN
VG TMLFN
VG TMLFN
VG TMLFN

Poche P2

(152,155,156,159,204,206,207)

LRFTQLP
LI FGQLP
LRFTQLP
LRFTQLP
LRFTQLP
LAFSQLP
LRFAQLP
LRFDQLP
LRFDQLP
LSFGQLP
LRFDQLP
LSFSQLP
LTFTQLP
LTFSQLP
LAFSQLP
LVFSQLP
LQFSQLP
LAFSQLP
LAFSQLP
LRFAQLP
LRFAQLP
LRFAQLP
LI FGQLP
LI FGQLP
LSFTQLP
LSFEQLP
LSFGQLP
LI FSALP
LQFSQLP
LAFSQLP
LSFGQLP
LGFSQLP
LAFSQLP
LAFSQLP

Activité lors d'une surexpression chez E.

CYY (91%) CYF (6%)
VY (92%)

d'apres Belin et al. (2012) 1
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